Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.003 Å; R factor = 0.051; wR factor = 0.165; data-to-parameter ratio = 14.9.
Related literature
For linear hydrogen bonding associations involving 4-aminobenzoic acid, see: Smith et al. (1997) . For related structures, see: Smith et al. (2000 Smith et al. ( , 2005 ; Lynch & McClenaghan (2001) . For hydrogen-bond motifs, see: Etter et al. (1990) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: We present here the crystal structure analysis of the 2:1 4-aminobenzoic acid and 1,2-bis(4-pyridyl)ethane adduct (Fig   1) . The structure of the title compound comprises two 4-aminobenzoic acid molecules and one 1,2-bis(4-pyridyl)ethane molecule, with no proton transfer. In the structure, the molecules associate 4-aminobenzoic acid and 1,2-bis(4-pyridyl)ethane The title compound's supramolecular structure can be readily analyzed in terms of pyridyl atom N2 acts as hydrogen-bond donor to carboxyl atom O2. Similarly, O1 acts as hydrogen-bond donor to amino group N1, respectively (Table 1 and Fig. 2 ).
Furthermore, p -p ring stacking interaction is between neighboring heteraromatic ring in the structure. The distance between Cg1 (N2/C8-C12)···Cg1 i is 3.8622 (14) Å[ symmetry code:
The 4-aminobenzoic acid (0.137 mg, 1.0 mmol) and 1,2-bis(4-pyridyl)ethane (184 mg, 1.0 mmol) were dissolved in 20 ml 50% methanol-water, the solution was refluxed for 30 min. The filtered solution was transferred to a 25 ml tube after one week at room temperature, and colorless transparent crystals formed (yield 60.48%).
Refinement N and O-bound H atoms were located in a difference Fourier map and were refined isotropically. Other H atoms were positioned geometrically with C-H=0.93 (aromatic) and 0.97 Å(methylene), and refined using a riding model with
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Figures Fig. 1 . View of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Geometric parameters (Å, °) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

